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The present study was desigred for isolation of Bacillus cereus and

detection the.prevalence of three types of toxin.genes,(EMI.HBl,cerAB) ,and

then draw the phylogenetic tree by using restriction fragment length

polymorphism( RFLP) method on (cer AB) gene .

Th-e sample s wer-e coll ected frnm different -s.ource(stool, fo"o4 h o-spital s

environments , clinical instruments) . A total of 200 samples during the

penod September 2012 to Februmy 2013 were collected.

.All.samples w-ef,e criltured .on .hlood "agr.to .obsery-ed .tle .hemolysis,

md submitted to culttral and biochemical tests. The results revealed that

:100/200 (50%) of samples were gave positive growth for Bacillus cereus .as

the .fo11o;uring: 50(50.Vc) .fuarl stool, 20 -(65,56o/*\fuan fsod, 15( 71e/+.)fuarr^

hospitals environments, 15 QA%) from clinical instruments.

The study revealed that B. cereus were the more coflrmon isolated

@cgerrs .frsrn lhe "tatal, .cotrlected. spscimems .as -cempared .vr.i+-h -sther

pahogens.

Forff -isolates .l'Jere subnaitted -to -molectrlar detection.of E. ce're.us

IBCI), and three types of it's toxin genes (HBl,EMI,cerAB) by using

Polymerase chain reaction assay eCR).

T,he"result'showed"&at 38 .o'f 40 {95 W .of isolates .whieh-wers'tested

by cultural and biochernical test have BC1 gene, while (85%) of these

furolates have HBI gene .The results revealed also that no isolates have EMI

gene,rvtrlhil e "c erAB -gene'were'detested' m 36' aui' ef 4}'isolates e?nq .

The restriction fragment length polymorphism for product of

prlyurerzse clrairrearluion'RFLP oithe ayrAB geue was'useri"to-irrvestirgthe

grnomic diversity for differential of 36 isolates from 40 of B. cereus.
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The products of PCR were cutting with ,RsaI endonucleases. The

Results for 36 isolates revealed that isolates have 4-7 fragments. In

esmbinatiorr, -we 'could 'dr:ffere'ntirte "6 differemt 'groups ^amffrg 36 isviates

malyses.
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